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irnxm i ] t h ta.m7)iz/s. >©# u vm<o 

*. fc/l'tf+S'JVSte*. Sl~2 H^'f >WJ&SV»tt|g 

2~3 H^-r >p^©5^©^rn^i®Bf«u<ttcn 
©75 y*EaT3t£n«. i *fc«2 ice*® 

*£*>/** It. 

ta*«4] a#«i~3©v»rn^tciB*©iit^^ 

Wt*M*3-F-J-**fi*. 

im*m 5 ] ±wstt«irr h ©35a&b# 

M**6] En*93<Dtt*EnT*3*i«, a* 
*s kb*©*** wi***3- H-r«a«p. 

bhjfaf»7;^5>©#U^^9 i H«©Sl~2 K*-f 
>WTJb*, E5>JS^4©75yKE5llT^Sn*, % 

** i ~ 3 ©vvrn*iaE*©ifc6 * >/i * st. 

[M**8] E5>J#^5©£«E3ajT83n*, M* 

*7 KB*©i»^>/iar**3- n***e*. 

k>jfa«7J^S>©#'J^^H«©^2~3 FpW 
>R8T**, BJB#*8©73y»EWe**n*, St 

i ~ 3 ©wr n*ce*0itfr? 

M«* io] E?!i##7©ifiaE?ijrssns. s? 
9 »cfa*©»s* >/t***3- 

C MA* 1 1 ] 4*«ttft *r*- « H ©*Att* 
*<t h*fll7*^s'>o#u«^^ H«©*jv#+->;w 
*JgTi&*, E?J#*t8©7$y&E?!lT3E3n5. M 
#5 1 ~ 3 ©VvftUWcE*©!*^ >/^B. 

[fS#« 1 2 ] SH*9 9 ©tt£S&TC&3 n*. St 
** 1 1 JCf5«CDJK"&^ Wfc3 - Hf-SSeiF. 

[tt*jgi3] »*B6, 8, i ofe.tr; 1 2 ©Wf 

L2BmI - 1 0 0 0T&5. 1 3 fcfE«©i&& 

A/Si'*—. 

[MA* 15] WB*t**-a«:/5;*5 FpTL2B 
ml-010 0Tfc£, tt*JR 1 3 iCSHKWiffi&x.'^ 

[HAS 16] iffi^i'-*jy7XSh , pTL2B 
m I - 0 0 1 0 1 3 ICIE *£©&&*. 



2) ttN¥8-6 3<5 0 0 
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[M^17] taiH'S^-aWXS FpTL2B 
m I - 0 0 0 1 b»*3S 1 3 CE*©***."*? 

nt$a 1 8] mxm 13-17 ©^rn*»fciB«© 

X • (Schizosaccharomyces pombe ) SI 

*«1 8fcE*©Jgfll£&#. 
J0 M&9 2 0 ] *** 1 8 £fctt 1 9 ICiE«©JB@lE 
*#fc**U ****fc»a-S*ifc»fca'>/Xf ** 

[3S93©i¥»lfcSl9!] 
[0 0 0 1] 

imx±.nmm»m ±mm&. mzumm 
»E$stt£*-rs»^^ w^^g*«kt;rns3- h 
aa^'***********-. &*& 
tt^^^^-icko Tjg®igift$nfci&i«Bifi©^eis 

[0 0 0 2] 

[ft*©ftffi] &©£&££££ LT*fttt£& ftj* 

[0 0 0 3] *&mv&ttTVk«*<©Mffi|||& ** 
S5L»5'b©T?»5. L*LtaP&cn&©ffiBMT 

& en e. ©(6D6»JttKfimstt/haii--5 1 1 fc«fcoxj& 
*r «©?&ST*jcrasfcfe5©i4as 
«B#B9B«»&*n, «fi©sastc<E^u. tz\-vmm. 

Wf&S©fc*fctt, SiBBBa©ii?B«lMi:t , bfc, fe^lc 
[0 0 0 4] 85<£»©tl«©»WtCtt^<©em*»)S:S 

40 n. e»©ai(HiciiT^«bg©«s§fejE<ffjftt>nT^ 

S. -tLTAflFBlC***, JtaWrtS«fflSaS©T»CjgD 
a^iBBllS^SM^BSSU, ®»KS8©SIB*lcaiPBgA 

^•f*i:%^.e)tlTV»S (L.A. Liotta et al.: Lab. 
Invest., 49. 636-649(1983)) . ZvTim&mmm 

rafgwfcfcfcfcL ±iB©#x5 i yy©vi-rnA^ffliS!i-r 

BS*<iffll&fl.gR£8^-r*©£:IBg-rs , b© (ffiAU, 
50 N.J. Humphries et al.: Science, 223, 467-470 (198 



—1580- 



(3) 
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6) ) , *&Jfflli&JI^Jfiilrrt&fflJi&Jffc£©TJl^©a 
ifflSIB^-rstlS mZ.\I. A. Isoai et al. : Jpn. J. 
Cancer Res., 81, 909-914 (1990)) , 
M&m&TZVom (MA.\Z, R.M. Seoul tz et al. : Can 
cerRes., 48, 5539-5545 (1988)) QfifimtfZtlZ. 

[0005] *&m%t>\mm\z, ansfkB*sH£** 
s/KrssnsffiiBSiSttfc^rrs'WF mmw- 

3-34 9 9 3-5£& A. Isoai et al.: Jpn. ). Can 10 
cerRes., 81, 909-914 (1990) &<ktf A. Isoai eta 
1.: Cancer Res., 52, 1422-1426 (1992) ) t. jfilfllT 
)VfS. >&£©£#fc^i£*?gtt*jW*$M 5 FT? 

(ttW¥4-2 5400 0-^, m4 -30 0 8 9 9*1. 
E4-30090 (m&nte&Zf Biocbem. Biophys. R 
es. Coranun., 192, 7-14 (1993) ) . 

[0 0 0 6] :i©«fc3lC#fflfcffifcfmg«tt£:rr* 

sfjfcfc&itntifcSfc^. a«^n&©^ftttffi*i-c 

0 9 75 7&S»£^T£teB^W^!rctt. 
©ft^W^Wl^M-^y^H^ftlck^Ctli, n 

[0 0 0 7] 

tf6^^«?ftL«k5i;f«)SIS] *5gWtt^A^*1flC 30 

0t)ltE5!l#^ 1 ©75 yKE^JTSSnSA^ F 
OHHMM'Wl*) £jMS7J1^5 >£©£#!!&# 
^-t©«^# GBK^BSM-&^W^S) £, t£3fe© 
fc^«*>/^g-^7?Ffe-&i£l;:ft*.T> fie^ffl 

[0008] 

fc. Hewlett, iJSStt^-r^iii^^^^K&n 

>/t * ® ^Sffl ©^ * - icKae^ 
[0009] -rjato^*^(c«fcn«, t Yumy)v^ so 



1*09^8-5 3 5 0 0 

4 

5 >©# U F®©*J>fc< fcfc 1 r>«±©fra©fi 
[0 0 10] HITX, ±E4Sffitt!&Wt-S^^H© 

$A*£@ti, t FifiiJ97Ji':/5>©tfU'-WF8i©7 

Wi$g2~3 H^<>M©5^©V»rn*U@^f«L< 
lien & ©ttjS©m*£fci*©&B-Cfc*©jMfS; b 

[0 0 11] fcfcMMIfcitttt. ±sm&9>n9X 
[0 0 12] *fc*»Wlt±n«. ±fBf&fc*.*£:S'- 

[ooi3] s.sc*»wcj:n«. ±fB^st£&#£ 

[0 0 14] «T. *&W\z-o\,>TWm?z. fcfc 
HWSttt^rrs^^H <ws»b**:^k) -eft 

[0 0 15] ±i£bfc<fc5K, 
HT*an*-"<:7f l P (JSe^E^^F) iJMS7 
>3F©£#Ji5$H^©*S-&# *<ffiftfc 

[0 0 16] #589!#Stt, t hJfaflS7;^5>5'>^ 
**©#U HitCDJWtcDfWlcWBilB*^^ 

ttfe+^icajiLflisaMBOBM^^^aftafi 

: tt¥mzft®.-rz>z.t\zj&9}Liz. 

[0 0 17] *fthJfat1l7JV^5>*3 

-F-rsaeTt, ifiwii^Fta-Ftsi 

[0 0 18] t hJfim7;P^5>'S:3-F-r*®eT 

tCjg-T?)±5lr5Sca!U&'b©»<ffl^2)©*iJ:Vi. ^©3c 
hjfii«7;vy5>ae : f©f^®©fc*irffl^^^ 
©t hjfiiTll7Jl'^5>ffle^tt, MAtf. tFffFKcD 
NA5-f y7'J-J:0^5 Fp I LMALB 5 (S 
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ttttmsiWKmm&Frtyz) ommm^Tvu 1 1 

-H i n d I I I MftZzTn-ft n-->if? 
ZZ\t&IZ&y%Z>Z\t1fi~C&Z>. ftfe. thJfilf»7JW 

73 >ae^ tee, *<D7s. j jmwfiE.\Azig=s-mz 

ASfcro-efc-s. #329ii;:i3tt-5 rt r-iforay.^s 

[0019] ^o^es&Tfcssse^fas^^H 
mm? m?,mmz. t h ajstji/^s >©# u h 

MiB-efc-SHttfifSLVs. 7S/5fcSg (N 

*Sg) fc«V>HAJl'4:*->JI'£JH (C*Sg) th 

#A6ft3<4Ba<S*LV>. t h]fii*»7;i<:/3> 

(Xiao, N,H.,and Carter, D.C. Nature, 358:209-215, 
1992 ) , 3fi»-5F^-f>©ra, f&fr^Jgl~2 H 
^-f >K$>-5^tt^2~3 H^<>m«>. $AS5<4©& 

[0 0 2 0] tUMTWS^IWOWtt. 09*. 

n-6fc©-csn««tvi. asuo*. t hAirr/i^s 
Af 1 1 1 itttftftte. mi~2 F^-oRSicf&iEB? 

$HlndII l«0rffiffi£, 312 ~3 F;>W >fflfcf« 

rvse c o r i wmmk* j tti i etmxrz<oiw6L*> 

■5. 

[0021] *lt. jse^s^y^Hae^wsiA 
©rich, ±&®m%9)mmL$:&um.&mzTwm 

U J:i:fcH«KMRS«T^UT*ttRRftfTr>& 

[0 0 2 2] ±tECE>84Eg»Bg"<:/? FSC? © 

8SEJ!I«. E?d## 1075/ &E#iTg£ n*^:/ 
^FSn— F-TSfcflDT*?), SgiMlctt^a 0 *>©& 
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izm^zfezmmn^vyQimm&izttitithoifiii 

[0 0 2 3] HHT, m>««±RRfclTtittlCR& 

tt3XhT*«T*ft«4«*»J:<. 0J*.«;*:8§S (Es . 
cherichia coli) , &aBISg, tt?ffi, &ttSi^r. S 

fci$*©x>Hh^-»*i#«E-rsa-&tt. gj^sfl© 

«fcv>. c©taovc fettle. se^W&tflctfT-Siift^W 

yiDitX • 3J*>"* (Schizosaccharomyces ponbe ) 

*fcl/rK, fl;ltf3Jf£#-^ATCC 3 8 3 9 9 (leu- 
32h ) ^>ATCC3843 6 (nra4-294h") ^tUT7 
^U*>- ^'f^'-*;V5 li V— -nV^->3> (ATC 
C) K:«tt«nTV»«<bO«i*»f6n. A^bIIBT* 

[0 0 2 4] ls&0>oT*5MI!£j3frvnk BM*91 

30 ^V^y#nSi:X-#>^T©&f£gl££3Sfc:3F> 
SfflwrRfrl. -&JE£Lfc ! b©-Ci&;5©tf8 L 3;L^. > 

7L.M A. Nasim et al.: Molecular Biology of thePis 
sion Yeast, p. 263, Academic Press (1983) 

e?ijs^2 5©^SE^j^$n5»eT**fi ! b»s-c 

*5t©^£f, Rlt. ^Lfc <&£U E?lJ#^ 
2 5©iSSE5iJ«, fimHtev^^ (ATG) 
aRH7->^JV (TAA) S#UDbTVi5) . fciii, 

40 iae^cfPH (-&^) h«jxxx;ps (Nuc. Acid. 

Res. 10, p. 6553, (1982) ) «*7*75^ htt (Te 
trahedron Letters 22, p. 1859. (1981) ) fc£©a*© 
^&&-?-V\ZM5£2nT&r), Vi"fn©^j£!£fflV»T'b 
S&DNA6« (DNA-»-fe1M-if-) ^ 

[0 0 2 5] ^tC, ±IB©«k5fctT^SlLfeSr«©« 

ffi^^^^-^is-rs. m*z>'<?i'-\mizm%. 
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TL2M (ftK¥ 5-249 3 1 0*$®®%) 
[0 0 2 6] &V>T±SBifi&A^*-S:1g£ifflflartl;: 

DfT^ct^-cfr, 3>tf?>h«aia& yah:/?* 

•5. ->y-*J-y*n = -fe^ • #>^&lS*t-T 
WAliif&U^Afe 01. Okazaki et al., Nucleic A 
cids Res., 18. 6485-6489(1990)) 4?fc«k-3TSWti< 

[0 0 2 7] £0£3i=IsTa£n&KmE&flt&ft* 

[00 28] mmi^ft&&m-z>tz.t?>ot&mt'£m-e 

SbO, YPDJg;&fc:£*©*«lgife 01. D. Rose et al.. 

"Methods In Yeast Genetics". Cold Spring Harbor L 
abolatory Press (1990) r) ■*», MBigi6ft£©g<Wgift 

(L Okazaki et al., Nucleic Acids Res., 18. 6485- 30 

6489(1990)) tzzm^zzttfirgz. mnim#ot& 

««, fi#16~4 2'C, OfSz. l> < fc£ 2 5 ~ 3 7 "CP, 
8~1 6 8^K. »*L<«24~7 2PfKrr'5. 

[0 0 2 9] %mV)*\Z&£.V1tMG*>rt>7&0&m 

[0030] mfc-^siLfcia^^^ss ©&&#*£ 

», 7syK»«r. 7$;^Sf. -&#tjg«?«Tfc£* 
{z«fc D-*-©8ti§£iHS>aM;:-rs Z. Lifl-v 
[0 0 3 1] 2j;9!8BSf'. E3aj^©E^J#-^ 2 © a 
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>©# U ^T'? 1 H®©N*«KE5U#^ 1 ©8«£ 
#Kg^7^F : £i5?ALfct>©T<&r) ;E5>JS^4©7 

s ;mm-?&i<nz>m£is'>n>;w&* t hrtifii7;v 

^5>©*'J^7 r 5 L H«©mi~2 r-'^-f >PfltcE5"J# 
^ 1 ©J8fcf*IS£^:7>F&i&Abfcfc©TfcD ; E?J 
#*f6©75/KE?UT£Stl*»£$':w<*®l;£. t 
hiiat«7;i/^5 >©#«J H»©S 2 ~ 3 V s *4 > 

micE5ij## i <omm»m^^ Hs*Abfct)©-e 

&D ;E£J##8©7S/&iE?iJTSSn?>»S$'>/'< 

*->;V*«lCE5iJ#^ 1 ©SHE£B£^7> H£3*AU 
&<b©T?i&5. E3*JS*t3, 5, 7*«ktf9©tSSE5iJ 
B. -5-tl-en, E5*J#^2, 4, 6*«l:tf8©#75/ 
KE?JTSSn*85te»ISSa'&^ >/t***3- ft 

[0 0 3 2] 

[UUSWl «T©*ffiflK.kD*S£K£«fcOllr#WlcBi 

w-rs. *5£Wtt^ne.©^Jswic«kD-e©s 

ffi«6B;WB5£3n£'&©-e«fcV>. *fc*JfiW«f©«-S 
fl£fc"3Wtti. 1*lC|2«bfc'b©£WVtt, 
ffl^tlTV^-S^ffi (t^xliJ. Sambrook et al. : Molecu 
lar Cloning. A Laboratory Manual. 2nd ed. Cold Spr 
ing Harbor Laboratory Press, Cold Spring Harbor. N 
ewYork, USA, 1989.) fcftofc. 

[0 0 3 3] [£i£«S|l] Se»H*^y?HS:3-H 
"f •SEjaJS-if 2 5©iSSE5!lT^Sn?))ieT©f^K 
E3»J#*tl©75/&E?*J£ i fe£C» S/'/lfvfcns-fe 
7. • 5p>"t©3 H>ffifflSSft (Nasim, A. et al: Molec 
ular Biology of the Fission Yeast, Academic Press, 
1989, p263.) 1C-&-B-T, E5«##l 0i5.ktfl 1 ©& 
SE?JT^SnS22jc©-*«^U=fDNA€:, DN A 
£Kl£j&gS (Applied Biosystems) £fflV>T&JdcL 
fc. fcfc. E?J##1 0©£SE?«tt. 5* *ig KIWIS 
&mB amH I ^©Jf AlStttWS&n K>ATGS, 
3 ' H>T AAt^KESSRH indlll 

^©#A6SttS:*AUfc3ie j F©-fe>X«Ta&D, E9V 
S#l l©«SE?iJtt-?-©7>5 L -fe>X«[T**. 
*tS&, cn6 2*S:7 0"CT7--U>^L/fc. 
[0 0 34] — cnttt9Jfc^77.5 HpUCl 9 
(SSS (») S» fHiSSSB amH I (£«j§ 
(flc) ©) *5«kr;H i n d I I I (Sfiji («) S) T? 

s©&, 7^a-xyjuma*»iL, »2 6 o o»as^ 

llffi^r^A^^^WL. DNA-PREP (JfiffiT 

[0 0 3 5] cn&P«©»fM-&, DNA7-fy->3 
(SSjS OK) S) *fflV>T9-fy-i /3>b 

fc. ^n^iBJMi 0 9«c csffijg (*) ss) \zm 
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X-ga! 7\s-Y-±-V&3U--$:m7&-T2>-$i/'T4Zr 

^MKBMSIB amH I fcitfH indlll rlSfl:^ 
tC*?J 7 0ilgg»©^lgi»rK-£7pf p I 2AS#t. 7JV 
TJ'J-SDSSjKftoTp I 2A£*fifSSU MHV 
£tt!0©#fifc<fcI*!fiSE?'Jife£K«fcoT, EWI2 
5©ffigffi?lJ£#-3&:/57.5 FTfcSJlifcfc&L 
&. 

[0 0 3 6] GSJSfll 2 ] E?U## 3 ©ffie&ISSlilS 
^>;^S3ie?-S:^tr»S^^^-pTL2BmI - 10 
10 0 OCD^S 

khfflcDNA7-f^7'J-J:DpUC 1 9±IC^D 
-~>!fLtz\l hJfa»7;K/5>c DNA£8§I!£L 

-f7-£fflv>TPCR*i«i£fT&v>, jfcVi-r^lSBSiN 

c o I (*) SO S«ktfH indlll fc«fct> 

T^iBfiB m#mto) fcfrfcofc. 7i7-;Wtti. 

»U, »1 8 0 0«SjtttdBaf5A>H*«jaiU D 
NA-PREP£^fc#5*e-X*r?88lU &\ a? 

[0 0 3 7] S&fcunfcttfflfc, i/VD-vtl0S.±7s 
•#>^S^^^-pTL2MSffljgbfc. £©^£ 
*-pTL2Mtt, *R»W«&^-rTlC«|^Ufc'bO 
(#K¥5 - 2 4 9 3 1 0#W«BS) . £kT\Z* 

[0 0 3 8] [^*-pRL2M©fetl] *f. 
©*}*TISti$nfcP c D4 CAT SB amH I -C#8r 
U CATl€fS»4ft7-fy-y3>l. pcD4 
fc^SJLfc. pcD4SBaraHITffi»MU ¥it 30 
^fflftUfcft^'f y— >3>bTp cD4 BSf^Slbfc 

(&M¥5-1 5 3 8 0*t&«) . 

[0 0 3 9] ^©^77.5FpcD4B&ffllSBSIS a 
c ITtMfc*. *fflS:T4DNA#'J^7-W}&fl: 

4 5 0 0«SW»CffiS-r^DNAS:*(|$atfe. 

[0040] cntttsuic. t hsmi3r»iiia[&* 

©iailJ-n-ycDNA7'1'^7U- (pcDW 40 

-) s^»©*aicJ:OiassL'fc. se>»-. eEicasn 

T^*fcHJ#a;l<? 1 >I©££?-E3aj (Nature. 320, 
77,(1986)) ©5$, *>/"<i>fS©N3fcigfl!|75/iSE 
?"JS3 - H-T-5 5 omSCSfi^BB^JSDNA^D-^ 
t L T±i£ © 5 -f 7 9 U 5> 'J # 3 jpy > I am&r? 

K£££:3-F-rs , b©T&£;:£:£fl^Lfc. 
fc:7D->£p cD 1 i po I £*-3ttfc. («W5 
- 1 5 3 8 On&W . -£-LTC:©k h'J#3J^>I 5Z 



4WF8-53 5 00 

10 

(cDNA) *-&tr^^^— pcD 1 i po I* 
f&IIEBMf&Xmn I *3«i:tf B amH I TiBfl;l/&&, 7i 

Tiftl 3 0 0*&S«fc«a-r-5DNAS«fiUfc. 
[0 0 4 1] WDNA47'fy— >3>Ufcft, UttS 

*b&edh5«c «*) s) \zn\\sxwwm 
u&. #^nfc^eft^«kD^^-si5fiL, b« 

fT*^^^-pRL2L (05) £ftofcfl*fHE»<*: 
&X^U-x>^bfc. g&#«SE*J©ifcB*5«}:tffli!llS 
»SSIJft0©ftSlfr <E> B«©^* utSltSt 

[0 0 4 2] H©U#3J^>I^^^-pRL2 
L£fSIIEI?3!iEc OR I*iyHi nd I I I TSBfl: 
U 7x/-;MSth\ x*/-;M£JB©&. 7#D-X 

y;vm^sifc«tD»5 o o o«s^icffl^-rsn>H 

IC. 'AtoOZf^ZS. FpUC 1 9Sr^Ha»SREc oR I 
*5«ktfHi nd I I ITiBfllU 7x/-;V»tn, X? 

d«96 oas»icffls-rs^>Hs«joau 

[0 0 4 3] cn?)M«©»rfrS:5-fy-'>3>©«, 
^ffifDH 5»S:^SlE»UTBttfr2.^^-p R 
L2M (0 6) SX?U-r>^l/&. 6B#«gE?lJ© 

[0 0 4 4] [^^-pTL2MCDff5!] ±EpRL 
2M&tS£!fcU ^U^**^***^^ 5'- 
TTGACTAGTTATTAATAGTA-3* *«t^>J rfx**^'.)** 
^P-^-^H 5' -CTAGAATTCACATGTTTGAAAAAGTGTCTTTATC- 
3' S^^^V-tbT, Taq*U^7-^Sffl 
^fcPCR(C<fcoTB«0rK-£li'i@L&. «E»3lSp 
e I :fc«ktf E c o R I T5fcSglBfflSU 7x/-;Hfiffl. 
x*/-;H£I8©«, 7«a-^'7';i'ma*l!itc±»3*5 
6 0 0*gg#lCffi^T£^>FfcS}9HJU 

[0 04 5] -7j. unfcttWfc, pRL2MSr«li5» 
SSS p e I fcitfEc oR ITiBftU 7x/-;Utt 
1 ffl, x^y-^fl:iB©S, 7«n-xyjW«^*«ifc«k 

D»4 5 0 omS^tCffiSf^^HS^OWl/. #5 

3>©^. *K®DH58t«:»f?lE&LTB«i'r?>'< 
i7^-pTL2M (07) S:^^'J-X>5fLfc. 
JgSE?iJ©ffiK*5«t^lE»*ifi0©^SiA^ B W©^ 

[0 04 6] d©«k5lCUTf^SSLfcpTL2MS^IB 
B^A f 1 I I I fcitfH indlll T-SmL, 
«D5 0 0 01&gttl£*BSTSA>K£«JaiLfc. 
? [0 0 4 7] -5-LT±E#AWrfrt^©»^i'^-p 
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3 5 0 0 



11 



12 



t l 2 uv>±&Mwm*\z&z>--&micm torn 2 # 

DNAW f—\ >3>*y hSfflViT^y-ya 
>Lfc. ^n*^:JSSiDH5tt (») S3) fc£ 

ALTffimte&L;fc&, B650^7X5 KpTL2Bm 
aS#fc. 7;i'* , J-.SDSSIcaoTpTL2Bma 
<6m»f*ifcB©im43«ktf«gE5iJifc£ 

[0 0 4 8] £ £ lC§t*J£{RI 1 Tf£88bfcp I 2A£8f!S 
tLT. E5U##1 9iS«fctf2 0©&SE5>JT^Sn* 
:7*5KV-£fflVvrPCRJi<I£fTfc<^ ffiIIE»5!INc 
o I A f 1 I I I tC«t-DT5|5^iBffl*ff!feofc. 

7i;-*iB. x*/-;ttt»K«fc-&lit§l©&, 72 

>J*75 HyjV«^,*«lfcJ:0»7 O&g&KISS-rs 
[0 0 4 9] COfieTF-SfM-iiEpTL 2BmaO« 

isb*nc o i mit® m^wm, #5700 oaa** 

fc«ST<&n>F£DNA-PREP£fflVvaBS) t 

fc&L?t&. g«O^7X5HpTL2BmI-10 0 
0£*t&. 7JWJ-SDSftfc«-3TpTL2BmI 
- 1 0 0 0 £*SlHfiU ^KS5S*0CT)^SfcJ;U:ffi 
SEflftfclcioT, EElS^SW&SEJyfc&ofc:/ 

[0 0 50] 3 ] E?US# 5 ©SIE#I8S1«£ 

^ W^»»e^^tr»S^5'3'-pTL 2 Bm I - 
OlOOCDfPS 

k HffMcDNA5'f^7U-<fc0pUC 1 9±K?D 
> ^ Lfc b h 6imT)l7 5 > c D N A t L 
T, E5U## 1 2 4S J:i; 1 4 CDltaE3?lJT«S n* 7"7 
-fV-*ffl^TPCRJg«S;fT^^, ^^T«0S»SSN 
c o 1 *S<fcim 1 n d I I I fc«fcoT*igiifi5£fTfco 

7%u-?>>f)i&fmwi\^ ms 5 o«*»icffls-rs 

A*>K£«tHU DNA-PREP£fflV>fc#7X£- 

[0 0 5 1] dntBWK, I^UcDNA^i 

tLT. EJ*J#^1 S&kZfl 3©££E*UTS£n* 
^^'fT-SfflViTPCRiiiliSfT^VV *^TSIfBB 
9&H 1 n d I I I lC«k-3T*^i8gSi£fT^ofc. 7x7 

^MBsuMfeu *9i 3 5 otgs^irffi^-r^A>H& 

9JtUL, DNA-PREPSrffl^^7Xlf-Xj£T« 

[0052] ssiciinttesiji;:, ni&M2v>®-&tm 

^-pTL2M€rffljtb. IC^i'-pTL 2M*« 
K6I3SA f 1 I I I *5«fctfH i n d I I I TZlS^ft: 
U »5 0 0 0£S#Kffl3T*A*>K&WaiLfc. 



[0 0 5 3] *-LT±ffi#ABrK-2#i;:©8§i'^* 
— pTL 2 M©±ffifflIE»5Slc«J;5=M^fl:iKi £©ft 3 

BM©7"7X5FpTL2Bmb£#fc. 7;i/* 
'J-SDSftl:t'3TpTL2BmbS:7<illS5Sl, M 
ISB**0©^Sl*J:(y:^SE598iSlc«t-pT, B«© 

[0 0 5 4] $e.lcmS091-C^SUfcp I 2 ASUS 
10 tLT, E?U#*t2 Ii5,fctf2 2©SSE?IITSSn4 
:/7-r-7-£fflvvrPCR*iiS;&frfci^ SJISSSiHi 
ndl I I fc«fcoT*SSiaffi5£fTfc^fc. 7x/-;US 

Hi, x^y-jp«:»fc«ks«s©«, 7^u;i-75Hy 
;vmst*«iic±0iKi7 oms^icffl^-r^A^FS^m 

[0 0 5 5] Il©ae : f»rM-i:±IBpTL2Bmb©ei 

ebm&h i n d 1 1 1 mit® w»mMk. mooo 

*gS^t«a-r*n>H&DNA-PREP&fflViT« 
$4) i©tt2*?£, DNA7<y-^>'3>*5;h*fflVi 
20 XHV-\ >sa>L1t. cn**BBDH5«t»C«XU 
Tffi*SHE£Lfc&, BW©75X5FpTL2BmI- 
0 1 0 0 Sifc. 7;P*U-SDSfelCfiEoTpTL2 
Bm I - 0 1 0 0 &*£S9$£U *!llB»5!tifiB©fts8M3 
±Tjm&&mik%.\z£-?X. E?JS#5©:!ggE3"J£# 

[0056] 4 ] ejijs^ 7 omie&m%M& 

* >r\i7W&&??-*:fStS3tm*>7 9- p T L 2 Bm I - 
0 0 1 0©ff41 

tMfflcDNA^^U-itlpUCl 9±IC^D 
30 -->i/Lfttbfon7)\>7$>cT>HA>£:mMtl> 
T. E7«##l 2i5«fctfl 6©ifi*Ejra3n.&7*7 
-<-7-&fflV>TPCRJi<@£fTfcK &HTfWIS»3tN 
c o I *5<fctf E c o R I (Sigjg (») SO l^oT* 

<fc*«Si©&. 7«n-xy^ma*sib» «!ii i o o 

*IS^CffiS-r^n>H*«JtBt,> DNA-PREPS 
[0 0 5 7] — ^, rtlttigiJJC, HUcDNASSffl 

thx. e?ij#^i 7*±i;i 3©ffiSE^JT«sn?) 

$EcoRI *«fcZ/H i n d I I I K±oT*«SiSfi5& 

©«. 7#n-xyjmfs,*»iu *97ooffis^cffi 

aT2>/"?>H*«JmL. DNA-PREPSfflHt397 
Xbf-XSTJfSSb, JfA»rH-2iLfc. 
[0 0 5 8] ^ e»lcmtl49JIC. ^»SW2©«-&t|^ 

^-pTL 2MS:ffllcU i©^i'-pTL2M^ 
JgBiSiA f 1 I I 1 iii^H i n d I I 1 T^fitgfl: 
50 U ij!55 0 0 0&gttlCfflST*A->F£«ttJUfc. 
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[0 0 5 9] -£LT±fE}f \mfr2*tZ<D%m^9* 

- p tl 2 uo±mMfmmzi: z-mmftvat <om 3 

3>Lfc. tn^IlDH5ttl:SXtTISig«L 
fc&, IW07775HpTL2BmcSit. 
U-SDSj£tC^-oTpTL2Bmb&^ai6iKL. ffi 
1BB%i&W<D<)r&&&Vm3 i &mVtfe\Z&r3T. B«© 

[0 0 6 0] 2 £ £211809 lTf^SLfcp I 2A£fgS! 

t ut, 2 3 *«tr52 4 ©JsaEjij-r^sns JO 

7 p 7'fV-&fflV»TPCRiii|i&fffi:Vi. ftIIE»5?iE c 
oR I lC«koT*S8Hffi«:fTfcofc. 7xy-JHi&m\ 
x^/-;wtt»tc«ts«a©a, 7£'J»75 YVMk 

[0 0 6 1] ^©jtfi^»r>i-i±IBpTL2BmcCDffl 
EBSREcoR Iigfl:«jt©ffl-2*S. DNA7-fy- 

HpTL2BmI-0010S§fc. 7WJ-SDS 20 
&»C{Er>TpTL2BmI -0 0 1 0£;*:SiHSSU ffcl 
ESm&H©^»*5<fct*!figE^Jife£lC.k-3T, E5U# 
*t7©iSgE5ij&l#-pfc:7*5XS L 
fc. 

[0 0 6 2] [^JS09 5 ] E$iJ#^ 9 ©«!5&IBgl»£- 
^^^MiteT^tl^S^^^-pTL 2 Bm I - 
0 0 0 1 ©{£§8 

t MFF&cDNA7-f ?7U-J:DpUC 1 9±(C^n 
-X^Lfck Hli7;l/y5>cDNA£giMtL 

t, e?u#*i i 2 i 8 ©«SE5BT*sns^7 50 

-Yv-£JStoTPCRlt4@£?Tfc^ ^TSfllSIISN 
c o I f 1 I I I IC,k-DT*SgBlfflS£fT&o 

&. 7xy-;waa, x^y-^tt«t«t5«s©m, 
7^o-xy;^^*iiL, mi 8 0 offigfticiBS-r 

5A>F£1»tBU DNA-PREP£fflV>fc#77.kf 

[0 0 6 3] HtlittMlC. *16«!l2©*-&t|^ 

*-pTL 2M£/81:U iO^?-pTL2M$I 
ISBff&A f 1 I I I *5j:tfH i n d I I I TT-giBfl: 40 
U »5 0 0 OffiSftfcffllTf *A>F£gjfflL&. 
[0 0 6 4] *-UT±fE» ABrfrtJIW&Sl'^i'-p 
TL 2M©±fB^lfE»S5IC«fc5-S^fl:^t©tt2* 
£, DNA5'f'7 , —>3>=£'y hSrfflHT^'fy— >3 
>Lfc. Cft£*§8BDH5#lc8iAL--n&Ste&Lfc 
ft, aW©^7A5 KpTL2Bmd£#&. U 
-SDS]*K:«£-pTpTL2Bmd£*fifl3&U MB 
BSfl60©f^K*<k^*£SE?iJ^lC«fct>T. aW©ig 

[0 0 6 5] $&lcmS«SJlTf^SJLfcp I 2A&Mm 50 



(8) 4$M¥8-53 5 0 0 

&H£N c o I *5<fctfH i n d I I I ©-SffilblCtoT 

o«s^tcffi^-rsA>HS:«tbL<, yjv^estBLT 

[0 0 6 6] Il©ae j f : BfM-t±|2pTL2Bmb©S3 
K»^A fill Iffiftfe (fiS^ffiftft, »7 0 0 OJfi 
SStCffi^-rS/OFfcDNA-PREPSrfflViTfc 
W t©th2*S, DNA^'f-T'— >3>+t; h&fflVi 
T7'fy—>a>Lfc. rn£*B§BDH5**t;:i|JAL 
TMWm&V1t'& B65©^7XSHpTL2Bml- 
OOOUffc. 7;V*'J-SDSftlCCEoTpTL2 
Bm I - 0 0 0 1 £*SSIKU fHE»$Ja0©f£S*J 
iC5«»E5«ft5£lc«tt>T. E^J#^9©M*E5US«f 

[0 0 6 7] H HTf^SlLitpTL 2BmI— 0001 

«T*ICP TL 2 Bm I fcfBitf £. 
[0 0 6 8] [*ffifl|6] 55S^i'^-pTL2BmI 

leul-32 (ATCC3 8 3 9 9) SD<y>$t 
1'>S)6MB- leuTIO' SBffi»/m 1 fcfcSST 

*ws-&&. &<MMk *Jc«tsttBfti o 9 «kb&»/ 

ml Cft^±5C 1 0 OraMRK'JffA (pH5. 
0) fc»»U 3 0tT?6 0^fflO^-hLfc. 
■€■©«. ±E!B«8U 0 0 n 1 IC. aHISBSfiP stIT 
WtLfcpAL7 a. Okazaki et al.: Nucl. Acids R 
es. 18, 6485-6489 (1990)) 1 m g*5«fctf2 /* g©58Si 
^?-pTL2BmIS:l 0a 1 ©TEAy^r— K 
»j6»b-fcS«S-10A.. 5 036PEG4 0 0 0S2 9 0M 
llin*.T«fc<i!"&Lfc&. 3 0"CT6 0#B. 4 3tT? 

1 5#W, 0»W©JEICf >*3.^-M/fc. 
^^Tj§^SIlCiDPEG4 0 0 0S:|»*Ufc^ 1 
m 1 (Dtgm& 1/2 YEL-Leu fcffl»L&. 

[0 0 6 9] £©sKSffi#>&i o ou i &smu se> 

C9 0 0 (i 1 ©J&8SU/2 YEL-Le uTf&RL- 
T, 3 21C3 O^K-f >=^3.'<-hLfcft. 3 0 0ul 
£Md>3g^«flSMMAt::x:/W FL&. 3 2*CT3B 
P.SH >+a^-hU *§£>ftfc}BHis&#£G4 1 8* 

2 5 y g/m l-^tyYEA^ffilC^L, Se.lC3 2 , C v C 

[0 0 7 0] ^*litt»JlC, jSG^ES^^ K 

3te ; fS:^&^V^7XSHpTL2M (f£J£) &<fct; 
p TL 2 Bm (#@5¥5-24 93 1 0<tf»ffl#) to 

>hO-jV£Lfc. fcfc, ^775l«pTL2BmB£l 

[0 0 7 1] [^7X5 HpTL2Bm©f^K] Sfi;^ 
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ftBI¥8-5 3 5 00 
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7;^5>cDNA*^tf^^^-p I LMALB5S 
SfHtU *U^5 s **3"U#Jli'U*9 l H 5'-AGACCA 
TGGATGCACACACAAGAGTGAGGT-3' feisty ^r^+v'J 
tfS^M-^F 5' -CAGGAAACAGCTATGACCAT-3' ttfof 
7-fT-tL.T> TaQ#'J^7- !?*fflVifcPCRlC 
«toTBW»rH-^1@U&. $i]|BBl5RN c o I *5«fctfH 
i nd I I I-C&JHMBU 7x/-;MStii. X$V- 

;vttR©&, 7^n-xy;wm^*«iic«t0iK)i 8 o o 
asstfc. 10 

[0 0 7 2] cntttWJIC, pTL2M£fMISBMSAf 
1 I 1 I *5.ktfH i n d I I I TiBfcU 7x/-;MS 

o»5 o o o«g#c#yi-r*A>F£i?jDmu 

XK-X8TC8SIU&. 
[0 0 7 3] CftSPo^OJSrK-fc^'fy— >a>©&, 

L 2 Bm (08) SX^U-X^Lfc. S&tftggEjaj 

[0074] [§H *5« 7 ] JBfH£lft#©ig*:fc,fc OWO 
B&8imifc©Pl» 

jK£ft®G4 1 8 (GIBCO BRL ) £ 2 0 0 *i g/m 1 © 
SST?"&tJ5 0ml ©YPDSft [ (2%?;io— X 
Cfll7t*fi& (80 m , 1 h-Y-X hX^X (Di 

fco ) , 2%W7Y-*7V> (Difco ) ] Ic. ^Sm& 

;t. *-©jg&»w>&i o» ffi©s#&#ieu aim 

SOmMh'JXliegfl (pH7. 5) TiiU j@ 

Dsmmzmz.. sot-pi 5ftmtai&Liz. 

[0 0 7 5] untttMfc, SIE&lfiglt^ 
Jie : f£8fcfcH.hEp T L 2 MiS«ktfp T L 2 Bml 

[0 0 7 6] [*JS«8] SDS-#U7i7U;i/75 H 

m 

SDS-PAGElCkoT, 7 Tf£KUfc&flm 40 

&*<D*km®m am \z z> v» tshmw £ n & o 

£. fftfttR^Catt-. WH*>&9i6*J!ti5lc» pT 

L2BmI IC«fc5JBRlE&#Ttt, 3 > hD-;i/T** 

pTL2BmKJ:*»JHaft#lC]fc*l,T, 

9, 0 0 0©/OF (BIB*, *TjjVT) d<, OC^B 

1, 0 0 0 ©{4B (HH«*», iC&ibLTI^ 
^>^^H©3 0%gaTfe-3fc. 50 



[0 0 7 7] [£46819] VxZ?>7ay7-<(>ir\Z 

? Vat&lfiffl 8 tmmz LTSDS-PAGE £ff£o 
fc. ft&ttfcyjUePVDFM (Bio-Rad) 
WE»B»'V/*Ffc1MUto:tt# (A. Isoai et al.: 
Biochei. Biopbys. Res. Commun. 192, 7-14 (1993)) 
ftfflWT^X^^^Oyy-f >^*ffV», ECL (7 
T->*A (80 m ic£?TftlBl/fe. ieM03C^ 

EJlt:*it4iffl'7 l . 0 0 0 WJfioiiBlcPS-© 

[0078] mmw i o] mBfemsms* wt? k 

©*9SJ 

pTL 2 Bm I ££D»J(£a£ttttBMSSIft:£. G 

4 1 8*2 5 jt g/m 1 OfiST^&5 0m 1 OYPD 
SftT3 2t, lQmta«*UfcS, G4 185:2 0 0 
ug/ml^trl'Jy h^CYPDiSJfitCl x 1 0" / 
m 1 ©SI^TffiBUTS &IC4 BRMttLfc. *K&© 
S#© 4 fgfi© 5 0mMh'J XtS&iKflffiS (p H 7. 
5) [1 2/xM©APMSF (RlftM* (80 Si) , 2 
5tfMD'f^> (W3t>fiSI (80 SO , 2mM©E 
DTAfc^tr] tC»»b^fi©397XH-X (tf-Ffc? 

*ffl^T0t:-ClKW=Lfc. 1 2, 0 0 0 r pm 

T2 o»m*&»mLittM*rivmm*n!ie»\,it 

6M^7x>?>Jg&£: 1 0mM«)J^t7M h- 
*££&£5 OmMhU^ttKUHK (pH7. 5) It 
T5 0*Cl«rra-t?pI^{kbfcS. 12, 0 0 Orpin, 2 
O^raS'C^KLfcifl^O. lMNaCl. ImME 
DT A, 2mM3§7cU^;i'$'?:*>, 0. 2mMSftS 
y^?*>t^Ay«!5 OmMF'JXig&igSffig (pH 
7. 5) T 10 0(& (v/v) fc4*CTlf8>«rlC^fib 
&. l*4tT*W, IS^JSjfiK (753» ICT« 
»LX-/1-n-*l 2*7AlCTy^aiSt, SH^ 
fctJViTSDS-PAGEICT^lWL^S? 1, 00 

0 ©tteici«-©A> H«*ji,&nfeB^ftii«MaHnE 

[0 0 7 9] [^SS^l 1 1 ] S)KffiE^ESfit-&^ s)\ 

&mmi o-e%$iLit&mmm&mG9>/v?n\z?\,* 

T, SEiffl^©SiPlffi)«l^m£Ba^. M^teti Albin 

1 6©*S (Albini et al. : Cancer Res. 47,3239-324 

5 (1987) ) ICftoTfTofc. 8*im©#7lMX&ft 

ttenfc^*^*-b;v (^7^«? (80 s» 

-±®tC 1 Otf gWVMjyjl' (37*l'-f-f ^ 

(*) si) Sr&ftu ffiffltttt 
c«Si«Tl®iH$i*-. 2 4^©*;u^^-yw-Mc-l: 
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8-53500 
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vhL1t. &mm*B 1 6*5y--76*<Z)ii5<K£tt* 
D->B 1 6 F E 7 Srffiffl U&. 
[0 0 8 0] IB£1. 85kBq/ml© [»• I] 
IUdR (7-7->^A (80 S3) #ttTT?2BIW&*L 

0. i%0D^Jfa«T;^5>^tJ^fiKir!BSSU^ 
St. J&O&Sttfc [ l26 I] IUdR©ifctttg£frill 
Ufc. ^r ; E?*tJKOTll:H;2 0 #g/m 1 Ot h7 
>f^P^i?f>&An, ±11CK5X10 4 ffl©»fflJi&£ 

[0 0 8 1] fc*»7«, 7-f JU>-0±ffifcait)TV» 

t^-f-tf- cr a m is) TTBic^ftufcai 

[0 0 8 2] fci3. ±fB©5U6fllfc:feV>T«, thjfa» 
ffitt^©«K£froTV>Sj&*. fc r-]iLfiS7JK/S>©N* 



**S§L |gl~2 FpW >ffl, SS2~3 K^-OWK&ls 
[008 3] 

[893©2i*] «±»5Bbfc<k5fc*5EWtC±tl«, d 

n*-rft^w^^*ft*3«t^«e-&*s*»-&t)-ia:T©* 

[0 0 8 4] LfctfoT, *ftW\Z%»ZBmiz&#*: 

;^^s©iav^«tt*^e.n. x%7>>r-)W<D±m\z 

[0 0 8 5] 

E#l#^ : 1 
Efl©S3 : 2 1 
E5fl©S:75>'& 
h^ny- : 



E*J#^ : 2 
E9fl©fi£ : 6 0 8 



ESI 

Ala Glu Asp Gly Asp Ala Lys Thr Asp Gin Ala Glu Lys Ala Glu Gly 
15 10 15 

Ala Gly Asp Ala Lys 
20 21 

E#l©«gi:*>A:fS 

30 

E3*J 

Net Ala Glu Asp Gly Asp Ala Lys Thr Asp Gin Ala Glu Lys Ala Glu 
1 5 10 15 

Gly Ala Gly Asp Ser Lys Ala Asp Ala His Lys Ser Glu Val Ala His 

20 25 30 

Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He 

35 40 45 

Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys 

50 55 60 

Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu 
65 70 75 80 

Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys 

85 90 95 

Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp 

100 105 110 

Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His 

115 120 125 

Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp 

130 135 140 

Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys 



—1588— 



4. 



(ID 

19 20 
145 150 155 160 

Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu 

165 170 175 

Leo Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys 

180 185 190 

Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu 

195 200 205 

Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala 

210 215 220 

Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala 
225 230 235 240 

Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys 

245 250 255 

Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp 

260 265 270 

Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He Cys 

275 280 285 

Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys 

290 295 300 

Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp Glu 
305 310 315 320 

Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys 

325 330 335 

Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met 

340 345 350 

Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu 

355 360 365 

Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys 

370 375 380 

Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe 
385 390 395 400 

Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys Glu 

405 410 415 

Leu Phe Lys Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val 

420 425 430 

Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu 

435 440 445 

Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro 

450 455 460 

Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu 
465 470 475 480 

Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val 

485 490 495 

Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser 

500 505 510 

Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu 

515 520 525 

Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu Arg 

530 535 540 

Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro 
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(12) 



8-53500 



21 

545 

Lys Ala Thr 



22 



E^JS^ : 



550 555 560 

Lys Glu Gin Lea Lys Ala Val Met Asp Asp Phe Ala Ala 
565 570 575 

Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala 

580 585 590 

Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
595 600 605 608 

B5B©ttS: cDNA t o 
1 8 3 0 E^JO^IS: 

10 ttttftOTE*: CDS 
ffffififi : 1 . . 18 3 0 

mm 

ATG GCC GAG GAC GGT GAC GCC AAG ACC GAC CAA GCT GAG AAG GCT GAG 
GGT GCC GGT GAC GCC AAG GCC ATG GAT GCA CAC AAG AGT GAG GTT GCT 
CAT CGG TTT AAA GAT TTG GGA GAA GAA AAT TTC AAA GCC TTG GTG TTG 
ATT GCC TTT GCT CAG TAT CTT CAG CAG TGT CCA TTT GAA GAT CAT GTA 
AAA TTA GTG AAT GAA GTA ACT GAA TTT GCA AAA ACA TGT GTA GCT GAT 
GAG TCA GCT GAA AAT TGT GAC AAA TCA CTT CAT ACC CTT TTT GGA GAC 
AAA TTA TGC ACA GTT GCA ACT CTT CGT GAA ACC TAT GGT GAA ATG GCT 
GAC TGC TGT GCA AAA CAA GAA CCT GAG AGA AAT GAA TGC TTC TTG CAA 
CAC AAA GAT GAC AAC CCA AAC CTC CCC CGA TTG GTG AGA CCA GAG GTT 
GAT GTG ATG TGC ACT GCT TTT CAT GAC AAT GAA GAG ACA TTT TTG AAA 
AAA TAC TTA TAT GAA ATT GCC AGA AGA CAT CCT TAC TTT TAT GCC CCG 
GAA CTC CTT TTC TTT GCT AAA AGG TAT AAA GCT GCT TTT ACA GAA TGT 
TGC CAA GCT GCT GAT AAA GCT GCC TGC CTG TTG CCA AAG CTC GAT GAA 
CTT CGG GAT GAA GGG AAG GCT TCG TCT GCC AAA CAG AGA CTC AAA TGT 
GCC AGT CTC CAA AAA TTT GGA GAA AGA GCT TTC AAA GCA TGG GCA GTG 
GCT CGC CTG AGC CAG AGA TTT CCC AAA GCT GAG TTT GCA GAA GTT TCC 
AAG TTA GTG ACA GAT CTT ACC AAA GTC CAC ACG GAA TGC TGC CAT GGA 
GAT CTG CTT GAA TGT GCT GAT GAC AGG GCG GAC CTT GCC AAG TAT ATC 
TGT GAA AAT CAG GAT TCG ATC TCC AGT AAA CTG AAG GAA TGC TGT GAA 
AAA CCT CTG TTG GAA AAA TCC CAC TGC ATT GCC GAA GTG GAA AAT GAT 
GAG ATG CCT GCT GAC TTG CCT TCA TTA GCT GCT GAT TTT GTT GAA AGT 
AAG GAT GTT TGC AAA AAC TAT GCT GAG GCA AAG GAT GTC TTC CTG GGC 
ATG TTT TTG TAT GAA TAT GCA AGA AGG CAT CCT GAT TAC TCT GTC GTG 
CTG CTG CTG AGA CTT GCC AAG ACA TAT GAA ACC ACT CTA GAG AAG TGC 
TGT GCC GCT GCA GAT CCT CAT GAA TGC TAT GCC AAA GTG TTC GAT GAA 
TTT AAA CCT CTT GTG GAA GAG CCT CAG AAT TTA ATC AAA CAA AAC TGT 
GAG CTT TTT AAG CAG CTT GGA GAG TAC AAA TTC CAG AAT GCG CTA TTA 
GTT CGT TAC ACC AAG AAA GTA CCC CAA GTG TCA ACT CCA ACT CTT GTA 
GAG GTC TCA AGA AAC CTA GGA AAA GTG GGC AGC AAA TGT TGT AAA CAT 
CCT GAA GCA AAA AGA ATG CCC TGT GCA GAA GAC TAT CTA TCC GTG GTC 
CTG AAC CAG TTA TGT GTG TTG CAT GAG AAA ACG CCA GTA AGT GAC AGA 
GTC ACA AAA TGC TGC ACA GAG TCC TTG GTG AAC AGG CGA CCA TGC TTT 
TCA GCT CTG GAA GTC GAT GAA ACA TAC GTT CCC AAA GAG TTT AAT GCT 
GAA ACA TTC ACC TTC CAT GCA GAT ATA TGC ACA CTT TCT GAG AAG GAG 
AGA CAA ATC AAG AAA CAA ACT GCA CTT GTT GAG CTC GTG AAA CAC AAG 
CCC AAG GCA ACA AAA GAG CAA CTG AAA GCT GTT ATG GAT GAT TTC GCA 
GCT TTT GTA GAG AAG TGC TGC AAG GCT GAC GAT AAG GAG ACC TGC TTT 



mRNA 



48 
96 
144 
192 
240 
288 
336 
384 
432 
480 
528 
576 
624 
672 
720 
768 
816 
864 
912 
960 
1008 
1056 
1104 
1152 
1200 
1248 
1296 
1344 
1392 
1440 
1488 
1536 
1584 
1632 
1680 
1728 
1776 
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J. 



(13) &HPF8-5 3 5 0 0 

23 24 
GCC GAG GAG GGT AAA AAA CTT GH GCT GCA ACT CM GCT GCC TTA GGC 1824 
TTA TAA 1830 

mmv&z : 6 3 1 wmom : 

mm 

Met Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly 
15 10 15 

Glu Glu Asn Phe Lys Ala Leu Val Leo He Ala Pbe Ala Gin Tyr Leu 

20 25 30 

Gin GId Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr 

35 40 45 

Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp 

50 55 60 

Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr 
65 70 75 80 

Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu 

85 90 95 

Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn 

100 105 110 

Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe 

115 120 125 

His Asp Asd Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala 

130 135 140 

Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys 
145 150 155 160 

Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys GId Ala Ala Asp Lys Ala 

165 170 175 

Ala Cys Leu Leu Pro Lys Leu Ala Glu Asp Gly Asp Ala Lys Thr Asp 

180 185 190 

Gin Ala Glu Lys Ala Glu Gly Ala Gly Asp Ala Lys Leu Asp Glu Leu 

195 200 205 

Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala 

210 215 220 

Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala 
225 230 235 240 

Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys 

245 250 255 

Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp 

260 265 270 

Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He Cys 

275 280 285 

Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys 

290 295 300 

Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp Glu 
305 310 315 320 

Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Pbe Val Glu Ser Lys 

325 330 335 

Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met 
340 345 350 
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(14) 

25 26 
Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu 

355 360 365 

Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys 

370 375 380 

Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe 
385 390 395 400 

Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys Glu 

405 410 415 

Leu Phe Lys Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val 

420 425 430 

Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu 

435 440 445 

Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro 

450 455 460 

Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu 
465 470 475 480 

Asn Gin Leu Cys Val Leu His Glu Lys Thr Fro Val Ser Asp Arg Val 

485 490 495 

Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser 

500 505 510 

Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu 

515 520 525 

Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu Arg 

530 535 540 

Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro 
545 550 555 560 

Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala 

565 570 575 

Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala 

580 585 590 

Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 

595 600 605 

Tyr Met Ala Glu Asp Gly Asp Ala Lys Thr Asp Gin Ala Glu Lys Ala 

610 615 
Glu Gly Ala Gly Asp Ala Lys 
625 630 631 



8-5 3 5 0 0 



620 



E^J(Dg$ : 1 8 2 7 



SffilOWM : c DNA to mRNA 
EH®** 

«M*fcjgrre*: cds 

40 #ftt£g : 1 . . 1 8 2 7 



ATG GAT GCA CAC AAG AGT GAG GTT GCT CAT CGG TTT AAA GAT TTG GGA 48 

GAA GAA AAT TTC AAA GCC TTG GTG TTG ATT GCC TTT GCT CAG TAT CTT 96 

CAG CAG TGT CCA TTT GAA GAT CAT GTA AAA TTA GTG AAT GAA GTA ACT 144 

GAA TTT GCA AAA ACA TGT GTA GCT GAT GAG TCA GCT GAA AAT TGT GAC 192 

AAA TCA CTT CAT ACC CTT TTT GGA GAC AAA TTA TGC ACA GTT GCA ACT 240 

CTT CGT GAA ACC TAT GGT GAA ATG GCT GAC TGC TGT GCA AAA CAA GAA 288 

CCT GAG AGA AAT GAA TGC TTC TTG CAA CAC AAA GAT GAC AAC CCA AAC 336 

CTC CCC CGA TTG GTG AGA CCA GAG GTT GAT GTG ATG TGC ACT GCT TTT 384 
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(15) 1WF8-5 3 5 0 0 

2? 28 

CAT GAC AAT GAA GAG ACA TTT TTG AAA AAA TAC TTA TAT GAA ATT GCC 432 

AGA AGA CAT CCT TAC TTT TAT GCC CCG GAA CTC CTT TTC TTT GCT AAA 480 

AGG TAT AAA GCT GCT TTT ACA GAA TGT TGC CAA GCT GCT GAT AAA GCT 528 

GCC TGC CTG TTG CCA AAG CTT GCC GAG GAC GGT GAC GCC AAG ACC GAC 576 

CAA GCT GAG AAG GCT GAG GGT GCC GGT GAC GCC AAG CTT GAT GAA CTT 624 

CGG GAT GAA GGG AAG GCT TCG TCT GCC AAA CAG AGA CTC AAA TGT GCC 672 

AGT CTC CAA AAA TTT GGA GAA AGA GCT TTC AAA GCA TGG GCA GTG GCT 720 

CGC CTG AGC CAG AGA TTT CCC AAA GCT GAG TTT GCA GAA GTT TCC AAG 768 

TTA GTG ACA GAT CTT ACC AAA GTC CAC ACG GAA TGC TGC CAT GGA GAT 816 

CTG CTT GAA TGT GCT GAT GAC AGG GCG GAC CTT GCC AAG TAT ATC TGT 864 

GAA AAT CAG GAT TCG ATC TCC AGT AAA CTG AAG GAA TGC TGT GAA AAA 912 

CCT CTG TTG GAA AAA TCC CAC TGC ATT GCC GAA GTG GAA AAT GAT GAG 960 

ATG CCT GCT GAC TTG CCT TCA TTA GCT GCT GAT TTT GTT GAA AGT AAG 1008 

GAT GTT TGC AAA AAC TAT GCT GAG GCA AAG GAT GTC TTC CTG GGC ATG 1056 

TTT TTG TAT GAA TAT GCA AGA AGG CAT CCT GAT TAC TCT GTC GTG CTG 1104 

CTG CTG AGA CTT GCC AAG ACA TAT GAA ACC ACT CTA GAG AAG TGC TGT 1152 

GCC GCT GCA GAT CCT CAT GAA TGC TAT GCC AAA GTG TTC GAT GAA TTT 1200 

AAA CCT CTT GTG GAA GAG CCT CAG AAT TTA ATC AAA CAA AAC TGT GAG 1248 

CTT TTT AAG CAG CTT GGA GAG TAC AAA TTC CAG AAT GCG CTA TTA GTT 1296 

CGT TAC ACC AAG AAA GTA CCC CAA GTG TCA ACT CCA ACT CTT GTA GAG 1344 

GTC TCA AGA AAC CTA GGA AAA GTG GGC AGC AAA TGT TGT AAA CAT CCT 1392 

GAA GCA AAA AGA ATG CCC TGT GCA GAA GAC TAT CTA TCC GTG GTC CTG 1440 

AAC CAG TTA TGT GTG TTG CAT GAG AAA ACG CCA GTA AGT GAC AGA GTC 1488 

ACA AAA TGC TGC ACA GAG TCC TTG GTG AAC AGG CGA CCA TGC TTT TCA 1536 

GCT CTG GAA GTC GAT GAA ACA TAC GTT CCC AAA GAG TTT AAT GCT GAA 1584 

ACA TTC ACC TTC CAT GCA GAT ATA TGC ACA CTT TCT GAG AAG GAG AGA 1632 

CAA ATC AAG AAA CAA ACT GCA CTT GTT GAG CTC GTG AAA CAC AAG CCC 1680 

AAG GCA ACA AAA GAG CAA CTG AAA GCT GTT ATG GAT GAT TTC GCA GCT 1728 

TTT GTA GAG AAG TGC TGC AAG GCT GAC GAT AAG GAG ACC TGC TTT GCC 1776 

GAG GAG GGT AAA AAA CTT GTT GCT GCA AGT CAA GCT GCC TTA GGC TTA 1824 

TAA 1827 

E?J#*f : 6 h#n$;-:it»R 

E^JOSS : 6 3 2 E3*J<Z>aS : *>/^fl 

mm 

Met Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly 
1 5 10 15 

Glu Glu Asd Phe Lys Ala Lea Val Leu He Ala Phe Ala Gin Tyr Leu 

20 25 30 

Glu Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr 

35 40 45 

Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp 

50 55 60 

Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr 
65 70 75 80 

Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu 

85 90 95 

Pro Glu Arg Asd Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn 

100 105 110 

Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe 
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(16) 

29 30 
115 120 125 

His Asp Asn GIu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala 

130 135 140 

Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys 
145 150 155 160 

Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala 

165 170 175 

Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala 

180 185 190 

Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly 

195 200 205 

Glu Arg Ala Phe Lys Ala Trp Ala Yal Ala Arg Leu Ser Gin Arg Phe 

210 215 220 

Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Yal Thr Asp Leu Thr 
225 230 235 240 

Lys Yal His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp 

245 250 255 

Asp Arg Ala Asp Leu Ala Lys Tyr He Cys Glu Asn Gin Asp Ser He 

260 265 270 

Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser 

275 280 285 

His Cys He Ala Glu Yal Glu Asn Asp Glu Met Pro Ala Asp Leu Pro 

290 295 300 

Ser Leu Ala Ala Asp Phe Yal Glu Ser Lys Asp Yal Cys Lys Asn Tyr 
305 310 315 320 

Ala Glu Ala Lys Asp Yal Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala 

325 330 335 

Arg Arg His Pro Asp Tyr Ser Yal Yal Leu Leu Leu Arg Leu Ala Lys 

340 345 350 

Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His 

355 360 365 

Glu Cys Tyr Ala Lys Yal Phe Asp Glu Phe Ala Glu Asp Gly Asp Ala 

370 375 380 

Lys Thr Asp Gin Ala Glu Lys Ala Glu Gly Ala Gly Asp Ala Lys Glu 
385 390 395 400 

Phe Lys Pro Leu Yal Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 

405 410 415 

Glu Leu Phe Lys Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 

420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 

435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 

450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Yal Leu His Glu Lys Thr Pro Val Ser Asp Arg 

485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 

500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
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(17) 

31 32 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp He Cys Ttar Leu Ser Glu Lys Glu 

530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 

565 570 575 

Ala Phe Yal Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 

580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 

595 600 605 

Leu Tyr Met Ala Glu Asp Gly Asp Ala Lys Thr Asp Gin Ala Glu Lys 



t$HJ¥8- 5 3 5 0 0 



610 615 
Ala Glu Gly Ala Gly Asp Ala Lys 
625 630 632 



E^J## : 7 
EfliOgS : 1 8 3 0 



20 



620 



E50©H!ii : cDNA to mRNA 

ftWLZ&tt&n: CDS 
#fc&fi : 1 . . 18 3 0 
&fS£ife£Lfc*ife : E 



mm 

ATG GAT GCA CAC AAG AGT GAG GTT GCT CAT CGG TTT AAA GAT TTG GGA 48 

GAA GAA AAT TTC AAA GCC TTG GTG TTG ATT GCC TTT GCT CAG TAT CTT 96 

CAG CAG TGT CCA TTT GAA GAT CAT GTA AAA TTA GTG AAT GAA GTA ACT 144 

GAA TTT GCA AAA ACA TGT GTA GCT GAT GAG TCA GCT GAA AAT TGT GAC 192 

AAA TCA CTT CAT ACC CTT TTT GGA GAC AAA TTA TGC ACA GTT GCA ACT 240 

CTT CGT GAA ACC TAT GGT GAA ATG GCT GAC TGC TGT GCA AAA CAA GAA 288 

CCT GAG AGA AAT GAA TGC TTC TTG CAA CAC AAA GAT GAC AAC CCA AAC 336 

CTC CCC CGA TTG GTG AGA CCA GAG GTT GAT GTG ATG TGC ACT GCT TTT 384 

CAT GAC AAT GAA GAG ACA TTT TTG AAA AAA TAC TTA TAT GAA ATT GCC 432 

AGA AGA CAT CCT TAC TTT TAT GCC CCG GAA CTC CTT TTC TTT GCT AAA 480 

AGG TAT AAA GCT GCT TTT ACA GAA TGT TGC CAA GCT GCT GAT AAA GCT 528 

GCC TGC CTG TTG CCA AAG CTC GAT GAA CTT CGG GAT GAA GGG AAG GCT 576 

TCG TCT GCC AAA CAG AGA CTC AAA TGT GCC AGT CTC CAA AAA TTT GGA 624 

GAA AGA GCT TTC AAA GCA TGG GCA GTG GCT CGC CTG AGC CAG AGA TTT 672 

CCC AAA GCT GAG TTT GCA GAA GTT TCC AAG TTA GTG ACA GAT CTT ACC 720 

AAA GTC CAC ACG GAA TGC TGC CAT GGA GAT CTG CTT GAA TGT GCT GAT 768 

GAC AGG GCG GAC CTT GCC AAG TAT ATC TGT GAA AAT CAG GAT TCG ATC 816 

TCC AGT AAA CTG AAG GAA TGC TGT GAA AAA CCT CTG TTG GAA AAA TCC 864 

CAC TGC ATT GCC GAA GTG GAA AAT GAT GAG ATG CCT GCT GAC TTG CCT 912 
TCA TTA GCT GCT GAT TTT GTT GAA AGT AAG GAT GTT TGC AAA AAC TAT 960 

GCT GAG GCA AAG GAT GTC TTC CTG GGC ATG TTT TTG TAT GAA TAT GCA 1008 

AGA AGG CAT CCT GAT TAC TCT GTC GTG CTG CTG CTG AGA CTT GCC AAG 1056 

ACA TAT GAA ACC ACT CTA GAG AAG TGC TGT GCC GCT GCA GAT CCT CAT 1104 

GAA TGC TAT GCC AAA GTG TTC GAT GAA TTC GCC GAG GAC GGT GAC GCC 1152 

AAG ACC GAC CAA GCT GAG AAG GCT GAG GGT GCC GGT GAC GCC AAG GAA 1200 

TTC AAA CCT CTT GTG GAA GAG CCT CAG AAT TTA ATC AAA CAA AAC TGT 1248 

GAG CTT TTT AAG CAG CTT GGA GAG TAC AAA TTC CAG AAT GCG CTA TTA 1296 

GTT CGT TAC ACC AAG AAA GTA CCC CAA GTG TCA ACT CCA ACT CTT GTA 1344 

GAG GTC TCA AGA AAC CTA GGA AAA GTG GGC AGC AAA TGT TGT AAA CAT 1392 
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(18) 1#M¥8-5 3 5 0 0 

33 34 

CCT GM GCA AAA AGA ATG CCC TGT GCA GAA GAC TAT CTA TCC GTG GTC 1440 

CTG AAC CAG TTA TGT GTG TTG CAT GAG AAA ACG CCA GTA AGT GAC AGA 1488 

GTC ACA AAA TGC TGC ACA GAG TCC TTG GTG AAC AGG CGA CCA TGC TTT 1536 

TCA GCT CTG GAA GTC GAT GAA ACA TAC GTT CCC AAA GAG TTT AAT GCT 1584 

GAA ACA TTC ACC TTC CAT GCA GAT ATA TGC ACA CTT TCT GAG AAG GAG 1632 

AGA CAA ATC AAG AAA CAA ACT GCA CTT GTT GAG CTC GTGA AAC AC AAG 1680 

CCC AAG GCA ACA AAA GAG CAA CTG AAA GCT GTT ATG GAT GAT TTC GCA 1728 

GCT TTT GTA GAG AAG TGC TGC AAG GCT GAC GAT AAG GAG ACC TGC TTT 1776 

GCC GAG GAG GGT AAA AAA CTT GTT GCT GCA AGT CAA GCT GCC TTA GGC 1824 

TTA TAA 1830 

EjajcD^S : 6 0 9 &&\<OWm : *>/^R 

mi 

Met Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly 
15 10 15 

Glu Glu Asn Pbe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu 

20 25 30 

Gin Gin Cys Pro Phe Glu Asp His Yal Lys Leu Val Asn Glu Val Thr 

35 40 45 

Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp 

50 55 60 

Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr 
65 70 75 80 

Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu 

85 90 95 

Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn 

100 105 110 

Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe 

115 120 125 

His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala 

130 135 140 

Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys 
145 150 155 160 

Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala 

165 170 175 

Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala 

180 185 190 

Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly 

195 200 205 

Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe 

210 215 220 

Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr 
225 230 235 240 

Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp 

245 250 255 

Asp Arg Ala Asp Leu Ala Lys Tyr He Cys Glu Asn Gin Asp Ser lie 

260 265 270 

Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser 
275 280 285 
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(19) 

35 36 
His Cys He Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro 

290 295 300 

Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr 
305 310 315 320 

Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala 

325 330 335 

Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys 

340 345 350 

Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His 

355 360 365 

Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu 

370 375 380 

Pro Gin Asn Leu He Lys Gin Asn Cys Glu Leu Phe Lys Gin Leu Gly 
385 390 395 400 

Glu Tyr Lys Phe Gin Asa Ala Leu Leu Val Arg Tyr Thr Lys Lys Val 

405 410 415 

Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly 

420 425 430 

Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro 
Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu 

450 455 460 

His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu 
465 470 475 480 

Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu 

485 490 495 

Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala 

500 505 510 

Asp He Cys Thr Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin Thr 

515 520 525 

Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin 

530 535 540 

Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys 
545 550 555 560 

Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu 

565 570 575 

Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Tyr Met Ala Glu Asp Gly 

580 585 590 

Asp Ala Lys Thr Asp Gin Ala Glu Lys Ala Glu Gly Ala Gly Asp Ala 
595 600 605 

Lys 
609 



-53500 



E?U#^ : 9 
EJUQfiS : 1 8 3 0 



E#l®aS: cDNA to mRNA 

^fS&Stta^ : CDS 

g : 1 . . 18 3 0 
ft«£ife£Lfc#ffi : E 



ATG GAT GCA CAC AAG AGT GAG GTT GCT CAT CGG TTT AAA GAT TTG GGA 48 
GAA GAA AAT TTC AAA GCC TTG GTG TTG ATT GCC TTT GCT CAG TAT CTT 96 
CAG CAG TGT CCA TTT GAA GAT CAT GTA AAA TTA GTG AAT GAA GTA ACT 144 



—1597— 



(20) 



*fgB¥8-5 3 5 0 0 



37 



38 



E^tJ#^ : 1 0 
E5!I®ftS : 7 3 



ran** : 1 1 

E5U(DgS : 7 3 



E^JS^ : 1 2 



GAA TTT GCA AAA ACA TGT GTA GCT GAT GAG TCA GCT GAA AAT TGT GAC 192 

AAA TCA CTT CAT ACC CTT TTT GGA GAC AAA TTA TGC ACA GTT GCA ACT 240 

CTT CGT GAA ACC TAT GGT GAA ATG GCT GAC TGC TGT GCA AAA CAA GAA 288 

CCT GAG AGA AAT GAA TGC TTC TTG CAA CAC AAA GAT GAC AAC CCA AAC 336 

CTC CCC CGA TTG GTG AGA CCA GAG GTT GAT GTG ATG TGC ACT GCT TTT 384 

CAT GAC AAT GAA GAG ACA TTT TTG AAA AAA TAC TTA TAT GAA ATT GCC 432 

AGA AGA CAT CCT TAC TTT TAT GCC CCG GAA CTC CTT TTC TTT GCT AAA 480 

AGG TAT AAA GCT GCT TTT ACA GAA TGT TGC CAA GCT GCT GAT AAA GCT 528 

GCC TGC CTG TTG CCA AAG CTC GAT GAA CTT CGG GAT GAA GGG AAG GCT 576 

TCG TCT GCC AAA CAG AGA CTC AAA TGT GCC AGT CTC CAA AAA TTT GGA 624 

GAA AGA GCT TTC AAA GCA TGG GCA GTG GCT CGC CTG AGC CAG AGA TTT 672 

CCC AAA GCT GAG TTT GCA GAA GTT TCC AAG TTA GTG ACA GAT CTT ACC 720 

AAA GTC CAC ACG GAA TGC TGC CAT GGA GAT CTG CTT GAA TGT GCT GAT 768 

GAC AGG GCG GAC CTT GCC AAG TAT ATC TGT GAA AAT CAG GAT TCG ATC 816 

TCC AGT AAA CTG AAG GAA TGC TGT GAA AAA CCT CTG TTG GAA AAA TCC 864 

CAC TGC ATT GCC GAA GTG GAA AAT GAT GAG ATG CCT GCT GAC TTG CCT 912 

TCA TTA GCT GCT GAT TTT GTT GAA AGT AAG GAT GTT TGC AAA AAC TAT 960 

GCT GAG GCA AAG GAT GTC TTC CTG GGC ATG TTT TTG TAT GAA TAT GCA 1008 

AGA AGG CAT CCT GAT TAC TCT GTC GTG CTG CTG CTG AGA CTT GCC AAG 1056 

ACA TAT GAA ACC ACT CTA GAG AAG TGC TGT GCC GCT GCA GAT CCT CAT 1104 

GAA TGC TAT GCC AAA GTG TTC GAT GAA TTT AAA CCT CTT GTG GAA GAG 1152 

CCT CAG AAT TTA ATC AAA CAA AAC TGT GAG CTT TTT AAG CAG CTT GGA 1200 

GAG TAC AAA TTC CAG AAT GCG CTA TTA GTT CGT TAC ACC AAG AAA GTA 1248 

CCC CAA GTG TCA ACT CCA ACT CTT GTA GAG GTC TCA AGA AAC CTA GGA 1296 

AAA GTG GGC AGC AAA TGT TGT AAA CAT CCT, GAA GCA AAA AGA ATG CCC 1344 

TGT GCA GAA GAC TAT CTA TCC GTG GTC CTG AAC CAG TTA TGT GTG TTG 1392 

CAT GAG AAA ACG CCA GTA AGT GAC AGA GTC ACA AAA TGC TGC ACA GAG 1440 

TCC TTG GTG AAC AGG CGA CCA TGC TTT TCA GCT CTG GAA GTC GAT GAA 1488 

ACA TAC GTT CCC AAA GAG TTT AAT GCT GAA ACA TTC ACC TTC CAT GCA 1536 

GAT ATA TGC ACA CTT TCT GAG AAG GAG AGA CAA ATC AAG AAA CAA ACT 1584 

GCA CTT GTT GAG CTT GTG AAA CAC AAG CCC AAG GCA ACA AAA GAG CAA 1632 

CTG AAA GCT GTT ATG GAT GAT TTC GCA GCT TTT GTA GAG AAG TGC TGC 1680 

AAG GCT GAC GAT AAG GAG ACC TGC TTT GCC GAG GAG GGT AAA AAA CTT 1728 

GTT GCT GCA AGT CAA GCT GCC TTA GGC TTA TAC ATG GCC GAG GAC GGT 1776 

GAC GCC AAG ACC GAC CAA GCT GAG AAG GCT GAG GGT GCC GGT GAC GCC 1824 

AAG TAA 1830 

mm 

GATCC ATG GCC GAG GAC GGT GAC GCC AAG ACC GAC CAA GCT GAG AAG GCT 
GAG GGT GCC GGT GAC GCC AAG TA 



J&DNA 



50 
73 



7>^ir>X : Ye s 



iJSjfcDNA 



eh 

AGCTTA CTT GGC GTC ACC GGC ACC CTC AGC CTT CTC AGC TTG GTC GGT CTT 
GGC GTC ACC GTC CTC GGC CAT G 

so smo&s : 2 8 



51 
73 



—1598— 



(21) #$¥8- 5 3 5 0 0 

39 40 
EM®S : &M * Way- : Sfttt 

mo&:-*m * miomm mdna 

.EM 

AGACCATGGA TGCACACAAG AGTGAGGT 28 
: 1 3 : -** 

EM0SS : 2 0 : 
m#\<DM:m& X EM©«S : fllOSK ^DNA 

EM 

AATAAGCTTT TGATCTTCAT 20 
EMS* : 1 4 J0*ffi(O& : -#« 

EM<Z)fi$ : 2 0 h#Dy- : Htfltt 

mm<DM:m& ★ EM<&®i:tee>#K ^dna 

EM 

AGCAAGCTTT GGCAACAGGC 20 
EMS* : 1 5 *r«(Dft : — *» 

EMOgS : 2 9 h^Dy- : Iltfgtt 

: *r EMOfflg : fficoSK ^DNA 

EM 

AGCAAGCTTG ATGAACTTCG GGATGAAGG 29 

BWH : 1 6 : — *• 

EM<D*S : 2 4 h#n$;— : OMft 

EM«>S:Wi ♦ EM£>S« : AS<D«K p^DNA 

EM 

AGCGAATTCA TCGAACACTT TGGC 24 
EMS* : 1 7 *®<&& : — 

EM©*S : 2 9 Way- : itgMR 

EM02! : mk * 

EM 

AGCGAATTCA AACCTCTTGT GGAAGAGCC 29 
EMS* : 1 8 30%tm<b& : — *« 

EMOfiS : 4 0 h*Dy- : Ttggtf 

EMOS:«K * EMoag : te^&K MDNA 

EM 

AAGAAGCTTG AATTCACATG TATAAGCCTA AGGCAGCTTG 40 
EMS* : 1 9 *SacD» : 

EMOgS : 2 5 MRny— : it®* 

mm<om:m& * em©«h : fi&<o«& ^dna 

EM 

AGCCCATGGC CGAGGACGGT GACGC 25 
EM** : 2 0 40i*m<D& : -#$S 

EM©*S : 2 9 h#Dy- : WMWi 

EM<E>S:&K * EMOSgl : *fi<0«» 

EM 

AGCCCATGGC TTGGCGACAC CGGCACCCT 29 
EMS* : 2 1 : — *« 

EMOfiS : 2 9 itStt 
EMOShtfcR ♦ EM©««:tt0#M oSDNA 

EM 

AGCAAGCTTG CCGAGGACGG TGACGCCAA 29 
EMS* : 2 2 50 EMOfiS : 2 6 
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mmmn : 2 3 

E?J©£S : 2 9 

: mm 



E#IS*t : 2 4 
EflOfiS : 2 9 



mmmn •. 2 5 

EyiJOfiS : 7 1 



(22) 

42 

* : m<DW&. £tfcDNA 

26 

&«B©8: : -** 
38 E*I©SS : <fi©&It MDNA 

29 

* E*I©«S : «J©8K ^DNA 

29 

* E*I©«S : fl&O&lt "pfiSDNA 

E?fl 

CC ATG GCC GAG GAC GGT GAC GCC MG ACC GAC CAA GCT GAG AAG GCT GAG 50 

71 



8-53500 



41 



mm 

AGCAAGCTTG GCGACACCGG CACCCT 



e?j 

AGCGAATTCG CCGAGGACGG TGACGCCAA 



mm 

AGCGAATTCC TTGGCGACAC CGGCACCCT 



GGT GCC GGT GAC GCC AAG TAA 

[01] 5Sli'S**-pTL2BmI©«j£0-C&*. 

[02] SDS-PAGES&0T&*. 

[03] <^XX^>^ny h«S0-CSb5. 

[04] 3B«DaSiBfflSSttJaS*S*S:^-r^7 7T7* 



•6. 



15] B5K?*-pRL2L©l»j£0-TNbS. 
16] »S<i'^-pRL2MO«|«0-CSb5. 
17] 5SS^?-pTL2M©«Jdc0-e&*. 
18] S5I^?-pTL 2 BmOiflEaT»%. 



SV40 
terminator 



[01] 



SV40 
terminator 



[02] 




SV40 
promoter 

hCMV 
promoter 



^ <T o" 

2COkO> — S5 S3 55! 

she: 
nenDt — _ _ 

m ko« — as g, ■„ 

42kOa — » ji" BS Mb 

rm iffft i!!! 

aokOa — j£ ~j 



[0 3] 



fflOWJa — 
liakDa — 

42kDa — 
aoiiDa— 
iTKDa — 



-1600— 



(23) 



ftBB¥8- 5 3 5 0 0 



[04] 



[0 5] 



2000 



5 



1000 - 




■ pTL2Bm 
□ pTL2BmI 



300 



SV40 
terminator 



SV40 
terminator 




SV40 
promoter 

hCMV 
promoter 



[06] 



tr*y#a**>icDNA 
[07] 



SV40 

terminator 




SV40 
promoter 



hCMV 
promoter 



pBR322' 
ori SV40 
terminetor 



\ 



cDNA5*-*« 



SV40 
terminator , 




pBR322 

orf SV40 
terminator 



SV40 
promoter 



hCMV 
promoter 



[08] 



SV40 

terminator 



SV40 
terminator 




SV40 
promoter 

hCMV 
promoter 
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(24) 



*&M¥8-5 3 500 



(51)Int.Cl. 6 

//(C12N 1/19 

C12R 1:645) 

(C 1 2 P 21/02 

C 1 2 R 1:645) 



F I 



»3SJll!ft«iSm»^JllK^JRIiini50SttJ 
<72)$693!f JIBS 1«i 

»3S)m&eiRff»^JiiK^tRBni5os« 
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